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Human ATXN1 qPCR Primer Pair
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semi-quantitative PCR, A5 [¥IATSERIH. SidqPCREIE, FRAFIYIX,
gPCR (Quantitative PCR)BIE&PCR, WFRELH %% E B PCRE LM & EPCR (Real-time quantitative PCR). SZHfPCR
(Real-time PCR), /E—F{EDNAY R MIEFEF, PATOLEBNEF DI RATE RN (PCREREF=YEEN L, qPCRE
FRIFRN T2 SYBR GreenZ i WY RHEMIREH %, SYBR GreenZEud kLM AH AL, IER R AIDNALE &Yk
SYBR Green&s AR PCRISFZEHFIRIPCRY /=) ; MitRET1%(Probe method), WHE#SHFATagManiRErE, MERDE LS
L, TR IR AR K EE A (Quencher) ARIC I DNATREHT M UE IS PCRAGIIY B AR 41 (1,2]0

XTSYBR GreenHGuklE, FIMEXREL, REFSIVW-HRABARIFENGIEHERE, M TSR, R4
f, V8RR, S _RIATERL LRI, qPCREGEREE; RRF5IN—MBAERESMNE T (Span exon junctions), & 1%
ERNHDNA (gDNA)WY[3,4]; RRFINGIWr=RIEEEE, JUFEE TITE ARVNIER; 51N TMEL60°C, K24
I =Y (Amplicon) UK EZ190-160bp, IR = KRIETRALE A& ME 5@ G Y2 & (Primer Panel/Primer Array),

AP EATIRGE TR, S8 & ER519% (Forward primer, AR _EH7519)f & A51% (Reverse primer, thFR RilF5(4) %
1nmol, ##2nmol, ~&EEEES(Nuclease-free), HFEMMA400pfBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
R2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name ataxin 1
Gene Symbol ATXN1
Synonyms ATX1; SCAI; D6SS04E
Organism Human
Gene ID 6310
UniProt ID P54253

Main Accession No. NM_000332

NM_000332, NM_001128164, NM_001357857, NR_152111, NR_152112, NR_152113,
NR_152114, NM_000332.1, NM_000332.2, NM_000332.3, NM_001128164.1, BC117125,
BC010948, BC011026, BC014548, BC029401, BC039236, BC047894, BC063120, BC092446,
BC113082, BF666802, BF670717, BP365416, BX505133, N52856, NM_001128164.2

Map Location 6p22.3

Pathway -

Other Accession No.

The autosomal dominant cerebellar ataxias (ADCA) are a heterogeneous group of
neurodegenerative disorders characterized by progressive degeneration of the
cerebellum, brain stem and spinal cord. Clinically, ADCA has been divided into three
groups: ADCA types I-III. ADCAI is genetically heterogeneous, with five genetic loci,
designated spinocerebellar ataxia (SCA) 1, 2, 3, 4 and 6, being assigned to five different
chromosomes. ADCAII, which always presents with retinal degeneration (SCA7), and
ADCAIII often referred to as the “pure cerebellar syndrome (SCAS5), are most likely
Gene Summary homogeneous disorders. Several SCA genes have been cloned and shown to contain
CAG repeats in their coding regions. ADCA is caused by the expansion of the CAG
repeats, producing an elongated polyglutamine tract in the corresponding protein. The
expanded repeats are variable in size and unstable, usually increasing in size when
transmitted to successive generations. The function of the ataxins is not known. This
locus has been mapped to chromosome 6, and it has been determined that the diseased
allele contains 40-83 CAG repeats, compared to 6-39 in the normal allele, and is
associated with spinocerebellar ataxia type 1 (SCAl). Alternative splicing results in




multiple transcript variants, with one variant encoding multiple distinct proteins,
ATXN1 and Alt-ATXN1, due to the use of overlapping alternate reading frames.
[provided by RefSeq, Nov 2017]

Amplicon Information

Amplicon Length (bp) | 115
NCBI mRNA ID NM_000332.3
NCBI Protein ID NP_000323.2

Ensembl Transcript ID | ENST00000244769.8
Ensembl Gene ID ENSG00000124788.19
Ensembl mRNA ID ATXN1-201
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QH22245S Human ATXN1 qPCR Primer Pair 1nmol each
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RIEFFMG:
20°CIRfE, BN EREHHTIE Y 7%, BN RS R,
AREI
> PCRY ™YK E R e RERE R G FEEZ AN G ER.
> BAKRRYIEIY= RN REIEE G, EOEBGHETARIIZMelt curve) o # DAFREY G R M R R, WRAE —DMaRih

Ll (O 7 AR TR XL EE RODBEDNA I Tm ), VERH A —Fhsa—r=Y); RGN, ZIgsigig, ATREZS V)

TRRSARR RS, FAERERNADNAG R, BN MG R, BBGRER SERAT B (No template control, NTC),

Bl LA ZR B B BRASER DASMI AR (RS2 7,  MRAERE S LAITCA O R LB R IR E R, FTHIBT R SRS 1 —RIAsH T

HIAERE Y 1,

> RNARRFEY W is e, HEFE AT 2% qPCR Mix,

> APEEGR TR A RERERTR, AMEATIRRSHEGETT, NMEATERERNE R, MEERTEEEEN,
> NTIENZERMEE, EELRRES— X ETFERE,

fERAE:

1. PCRIRMIARRBEHE

a. FREATMET, 3000-8000 X gBL17r8h, DARGH S5 W) FREUR, BB IA400pl@8AIK, Joiir s FaEiRSER, R
JE BRSO LR, FFEEERERITIRS), Bf3400ul 2.5uM eachfyPrimer Mix, #ali/K#E7#E # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. iR IESIPCRIR M T & #IIA . SYBR Green qPCR MixFRSEEmEHIES G E TIKB L8ivk&aEW., #HESH
BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Biis%) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
gRT-PCR Kit (Fii5 %) (D7509).

c. ZETIREERBKIA FIREPCRRMIAZR, PL6fLIkFIBeyoFast™ SYBR Green qPCR Mix (2X) 9,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
L JEE S 1 PRAIRIED0.2-0.5uM eachIN AT 3RS RIFRIRETURCR, HRTHRIETEI7E0.1-1.0uM eachiuBINAEES V2%
WREE,
H2: JEHDNAKRKELAL-10ng cDNAANSE A&, FRARYRMIERSESERENEREEORE, WELE, ATk
AR B SR TR SRR, DAME R RIS &, RT-PCRIMSEIFICDNA EE/E AR, HINNE N>
PCR M AT 10%,
H3: 96fLIRHIIER PR ZR 920ul, W] DARIESERRSEIR TR oK, H&bufly Reids/ N MR R,
4 EBOLE ISR IR R,

d. FABHBREITRSSEM VortexiRs], HEiREALED, MRAERRETER, 7 HFABeyoFuge™ EAl T LA ES O
(FE R, 2500rpm) (E6758) M THHE L,
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e. FRELFHPCRI M ESHPCRIIRE THEE RPCRIL L, FAERPCRX M,

PCRIZ AR :

fEReal-time PCR MBI TERAMRAITAENE, WHILENISC 208, B HokmGCRMRIE Y EK I [FZE5-1050 8, AFEFZ
ABI QuantStudio™ 6 FlexZEE EPCR{U A :

AL 95°C 2535,

B 95°C 15%);

BK/IE: 60°C 15-30%D;

HE AR Be, EIL40MEIE,

TR Ze 34T (RTIE) . 95°C 158D, 60°C 158h, 95°C 15%;

f. (HEAZOEE JRPCRIGR BRI 73 A R

i LRGN EMPCRIRM ARG, WESF, KRRV A EENR. 5IVMENERARTE S, FTRESENR. 51¥. B
B ROIRE BRAE R B A, FFIRYE LB 84 NRSAR R e BN EqPCR, WARRH =#1%kqPCR, HFRAEIRK /G
JEIM—#72°C 308>, BE/GEEAED, cRIGMANX — S ERIL40MEIRRTAT,
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QHO00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M qPCR Primer Pair 200/1000¢X
QHO00009 Human GAPDH gPCR Primer Pair 200/1000/5000¢%
QH00013 Human GUSB gPCR Primer Pair 200/1000/X
QHO00017 Human HCK gPCR Primer Pair 200/1000¢X
QH00021 Human HMBS qPCR Primer Pair 200/1000¢%
QH00025 Human HPRT1 qPCR Primer Pair 200/1000¢%
QH00029 Human HSP90AA1 qPCR Primer Pair 200/1000¢X
QH00033 Human HSP90AB1 qPCR Primer Pair 200/1000/X
QH00037 Human LDHA gPCR Primer Pair 200/1000/X
QHO00041 Human NONO gPCR Primer Pair 200/1000¢X
QH00045 Human PGKI1 gqPCR Primer Pair 200/1000¢%
QH00049 Human PPIA qPCR Primer Pair 200/1000¢%
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢X
QHO00057 Human RPLPO gPCR Primer Pair 200/1000/5000¢%
QH00061 Human RPLP1 gPCR Primer Pair 200/1000X
QHO00065 Human SDHA gqPCR Primer Pair 200/1000¢X
QH00069 Human TBP qPCR Primer Pair 200/1000¢%
QHO00073 Human TFRC qPCR Primer Pair 200/1000¢%
QHO00077 Human YWHAZ qPCR Primer Pair 200/1000¢X
QH00081 Human PPIH gPCR Primer Pair 200/1000/X
QH00085 Human RPL13A gPCR Primer Pair 200/1000/X
QH00089 Human TUBB qPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢%

2.

t: HEZF(£/IGAPDH, RPLPO, ACTB. TUBBFIB2M{EHNZ, (HAIFIX=# ki@ imiR, A4 HHPRT15,
RNALSSSIENINES, WIKEIMEISRACE, A3 WAl 2R e [5-6].
DRSS I3

FE iR AR (B
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
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QMO00006 Mouse Rplp0 gPCR Primer Pair 200/1000/5000¢%
QMO00010 Mouse B2m qPCR Primer Pair 200/1000¢X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000{%
QMO00018 Mouse Hck qPCR Primer Pair 200/1000¢X
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢%
QMO00030 Mouse Hsp90abl qPCR Primer Pair 200/1000¢%
QM00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QM00038 Mouse Ldha qPCR Primer Pair 200/1000X
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢%
QMO00054 Mouse Tbp qPCR Primer Pair 200/1000¢%
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000/X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢%
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢%
QMO00082 Mouse Ppih gPCR Primer Pair 200/1000¢X
QM00086 Mouse Sdha qPCR Primer Pair 200/1000¢X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QM00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

H: #EEM#HGapdh. Rplp0. Actb. TubbMIB2mfEANS, (HUMRIX=FHILHEH ALK, TAZIA M HHprt1s{Rnl8s
TERNZ, AIREHESSRRCEE, LiRg 1Yy R HEH[5-6],
3. EFZDNA (gDNA)5|1¥rx (F T gDNAG Fefanil) :

R E 2 R 2y GBS
QH00101 Human HGDC Primer Pair 200/1000¢k
QMO00098 Mouse MGDC Primer Pair 200/10007k

iE: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7].
4. SYBR Green qPCR Mix X 4E#7:

2 S TZ A HR (2B
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step gRT-PCR Kit 100/500¢X
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, {5 4%) 1/5/25ml
D7503 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX, Fii5 §+%!) 1/5/25ml
57507 BeyoFast™ SYBR Green qPC;I?IPJ{) Mix (2X, High ROX, Bji5 4% 1/5/25ml

= =y
D7509 BeyoFast™ SYBR Green One-Step gRT-PCR Kit (Bji53¢%) 100/500%%
FASAO011-1pc BeyoGold™ i IM/AR
FSF002 W E B PCR A EMRIE(ABI 73 4E) 204 /63
FSF035-100pcs BeyoGold™»&EE &£ PCR A B (1 BUR) 100y /futs
FSF039-20pcs BeyoGold™#)'t7E Bt PCR A B B (R B8, 3 11574%) 207 /0
FSF039-100pcs BeyoGold™ &)t B PCRAIHIR B (R B, i 1774%) 1004 /0%
FTUB325-1box BeyoGold™ qPCR/\BkHFE (0.2ml, &, EH) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHFE (0.2ml, “F-35, 1EHA) 1254k /&, 108/46
FTUB333 POE BPCRA96FLI (ABLF %5) 20/7/E%
FTUB384 WHEE mPCRAI384 LR (ABI732%) 20/t
FTUB335-1box BeyoGold™#¢ )& s PCRAI96FLAR (0.2ml, FotR iz, iEHA) 100Y/&
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FTUB335-5bxs

BeyoGold™ ¢ E #PCRA96LAR(0.2ml, Te#Riz, EH)

101N/&, S&/4

FTUB337-1box

BeyoGold™# ¢ E & PCRAI96FLMR(0.2ml, #8121, iEH])

10N&

FTUB337-5bxs

BeyoGold™Z i &PCRAI6FLAR(0.2ml, 4814, 1#EHH)

10/&, SE/A8

H=zuXK/Beyotime 400-1683301/800-8283301
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